Comp364 Lecture 21 Notes – Feb 20th, 2008

Announcements: HW3 partly posted, more question will be added (due date will be extended to march 10 at earliest)

Today: join (Jamison 3,3,4), split (on-line?), pattern matching, regular expressions (ch 7 in book, 6 in jamison)

Pre/post break – next 2 weeks, finish first pass at perl, then move on to databases and other topics using perl, HW3 has file I/O stuff.

Join and Split functions used to convert a string to an array or vice versa. 

Join

Used to convert an array to a string, with some sort of delimiters.

Join(<str>,<array>);

$S=join(“,”,(ann, bob,celia));

result is $S = “ann,bob,celia”

$S= join(“\t”,(@A));

result: $S = “ann\tbob\tcelia”

Question: How to print array @A with each element on a separate line?

$S=join(“\n”, @A);

print “$S\n”; 

(see program webpage)

Question: Print elements of @A each on a line in parentheses.

Like this:

(ann)

(bob)

(celia)

$S=join(“)\n(“, @A);

print “($S)\n”;

(see program on webpage)

Split

$S=”ann, bob,  celia” 

split(<pattern>, <str>);

returns an array of elements where string is broken at matched pattern

@A=split(“,”, $S);

@A=(“ann”, “bob”, “celia”)

$S=”deabcde”;

@A=split(“abcde”, $S);

@A is “de”

special cases:

split on single space character( split(“ “, <str>), takes each block of white space and counts that as the character to split on, so white space is combined.

@A=split(“,”, “a,b,,c,d,,,e”);

@A is (“a”, “b”, “”, “c”, “”, “”, “e”). the extra commas are made into empty strings. Useful when using excel and it outputs a comma separated file, you can put it into an array. Extra commas at the end (ie after “e”) won’t be added as empty strings.

Patterns

For more complex patterns (finding the name of a gene in a text file, or getting the line that the gene is on)

Simplest pattern is a string.

Ex: gene GAL1 type /GAL1/.

A pattern matches a string if the pattern appears in the string anywhere.

$str =~ /GAL1/ (true if found in string.

<>; is input from the keyboard.

To read from a file:

· you must first open the file using open INFILE, “LabReport.txt”; from here on, to refer to your file you use the file handle INFILE.

· To read( $str = <INFILE>; gives you first line of the file, each time it is executed you get the next line of the file.

· Close the file using the close INFILE command. When your program ends, the file is closed anyways, so this is not essential, but it is good for a clean program.

· If you get back an empty string, that means that you’ve read the whole file.

Example: read a file and print all the lines.

 open INFILE, “LabReport.txt”;

 $str = <INFILE>;

 while($str)

 {


print $str;


$str = <INFILE>;

}

Problem: Read in lines of a file and print out those lines containing the string “GAL1”.

open INFILE, “LabReport.txt”;

 $str = <INFILE>;

 while($str)

 {


if($str =~ /GAL1/)


{

print $str;


}


$str = <INFILE>;

}

